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 CLUSTAL W (1.81) Multiple Sequence Alignments

Sequence type explicitly set to DNA

Sequence format is Pearson

Sequence 1: bacillus-cereus                     537 bp

Sequence 2: bacillus-badius                     538 bp

Sequence 3: bacillus-circulans                  532 bp

Sequence 4: bacillus-pumilus                    534 bp

Sequence 5: pseudomonas-aeruginosa              522 bp

Sequence 6: pseudomonas-flavescens              522 bp

Sequence 7: pseudomonas-fluorescens             522 bp

Sequence 8: pseudomonas-putida                  522 bp

Sequence 9: Staphylococcus-aureus-aureu         535 bp

Sequence 10: Staphylococcus_capitis_capi.tx      535 bp

Sequence 11: Staphylococcus-epidermidis          535 bp

Sequence 12: Staphylococcus-haemolyticus         535 bp

Sequence 13: Staphylococcus-warneri              535 bp

Sequence 14: Unknown-Baci                        534 bp

Sequence 15: Unknown-Pseud                       522 bp

Sequence 16: Unknown-Staph                       535 bp

Start of Pairwise alignments

Aligning...

Sequences (5:6) Aligned. Score:  94

Sequences (3:4) Aligned. Score:  93

Sequences (7:8) Aligned. Score:  96

Sequences (1:2) Aligned. Score:  91

Sequences (8:9) Aligned. Score:  75

Sequences (4:5) Aligned. Score:  78

Sequences (2:3) Aligned. Score:  94

Sequences (5:7) Aligned. Score:  93

Sequences (3:5) Aligned. Score:  76

Sequences (7:9) Aligned. Score:  76

Sequences (1:3) Aligned. Score:  91

Sequences (8:10) Aligned. Score:  76

Sequences (4:6) Aligned. Score:  77

Sequences (2:4) Aligned. Score:  93

Sequences (5:8) Aligned. Score:  93

Sequences (3:6) Aligned. Score:  75

Sequences (7:10) Aligned. Score:  77

Sequences (8:11) Aligned. Score:  75

Sequences (1:4) Aligned. Score:  92

Sequences (4:7) Aligned. Score:  75

Sequences (6:7) Aligned. Score:  94

Sequences (2:5) Aligned. Score:  78

Sequences (5:9) Aligned. Score:  76

Sequences (3:7) Aligned. Score:  75

Sequences (7:11) Aligned. Score:  76

Sequences (8:12) Aligned. Score:  77

Sequences (1:5) Aligned. Score:  76

Sequences (4:8) Aligned. Score:  75

Sequences (6:8) Aligned. Score:  96

Sequences (2:6) Aligned. Score:  76

Sequences (5:10) Aligned. Score:  78

Sequences (3:8) Aligned. Score:  75

Sequences (7:12) Aligned. Score:  77

Sequences (8:13) Aligned. Score:  75

Sequences (1:6) Aligned. Score:  75

Sequences (6:9) Aligned. Score:  76

Sequences (4:9) Aligned. Score:  91

Sequences (2:7) Aligned. Score:  77

Sequences (5:11) Aligned. Score:  78

Sequences (3:9) Aligned. Score:  89

Sequences (7:13) Aligned. Score:  76

Sequences (8:14) Aligned. Score:  75

Sequences (1:7) Aligned. Score:  76

Sequences (6:10) Aligned. Score:  77

Sequences (4:10) Aligned. Score:  91

Sequences (2:8) Aligned. Score:  76

Sequences (5:12) Aligned. Score:  79

Sequences (3:10) Aligned. Score:  89

Sequences (8:15) Aligned. Score:  93

Sequences (7:14) Aligned. Score:  75

Sequences (1:8) Aligned. Score:  75

Sequences (6:11) Aligned. Score:  76

Sequences (4:11) Aligned. Score:  91

Sequences (2:9) Aligned. Score:  89

Sequences (5:13) Aligned. Score:  78

Sequences (7:15) Aligned. Score:  92

Sequences (8:16) Aligned. Score:  75

Sequences (3:11) Aligned. Score:  89

Sequences (1:9) Aligned. Score:  91

Sequences (6:12) Aligned. Score:  77

Sequences (4:12) Aligned. Score:  90

Sequences (2:10) Aligned. Score:  89

Sequences (5:14) Aligned. Score:  78

Sequences (7:16) Aligned. Score:  76

Sequences (3:12) Aligned. Score:  90Sequences (9:10) Aligned. Score:  97

Sequences (1:10) Aligned. Score:  91

Sequences (6:13) Aligned. Score:  76

Sequences (4:13) Aligned. Score:  90

Sequences (2:11) Aligned. Score:  89

Sequences (5:15) Aligned. Score:  99

Sequences (10:11) Aligned. Score:  99

Sequences (3:13) Aligned. Score:  88

Sequences (9:11) Aligned. Score:  97

Sequences (6:14) Aligned. Score:  77

Sequences (1:11) Aligned. Score:  91

Sequences (4:14) Aligned. Score:  99

Sequences (2:12) Aligned. Score:  87

Sequences (5:16) Aligned. Score:  78

Sequences (10:12) Aligned. Score:  96

Sequences (3:14) Aligned. Score:  93

Sequences (9:12) Aligned. Score:  95

Sequences (6:15) Aligned. Score:  94

Sequences (1:12) Aligned. Score:  91

Sequences (4:15) Aligned. Score:  78

Sequences (2:13) Aligned. Score:  89

Sequences (11:12) Aligned. Score:  97

Sequences (10:13) Aligned. Score:  97

Sequences (3:15) Aligned. Score:  75

Sequences (9:13) Aligned. Score:  96

Sequences (6:16) Aligned. Score:  76

Sequences (1:13) Aligned. Score:  91

Sequences (4:16) Aligned. Score:  91

Sequences (2:14) Aligned. Score:  93

Sequences (11:13) Aligned. Score:  97

Sequences (10:14) Aligned. Score:  91

Sequences (3:16) Aligned. Score:  88

Sequences (9:14) Aligned. Score:  91

Sequences (12:13) Aligned. Score:  96

Sequences (1:14) Aligned. Score:  92

Sequences (13:14) Aligned. Score:  90

Sequences (2:15) Aligned. Score:  78

Sequences (11:14) Aligned. Score:  91

Sequences (10:15) Aligned. Score:  77

Sequences (14:15) Aligned. Score:  77

Sequences (9:15) Aligned. Score:  76

Sequences (12:14) Aligned. Score:  90

Sequences (1:15) Aligned. Score:  76

Sequences (13:15) Aligned. Score:  78

Sequences (2:16) Aligned. Score:  89

Sequences (11:15) Aligned. Score:  78

Sequences (10:16) Aligned. Score:  98

Sequences (14:16) Aligned. Score:  91

Sequences (9:16) Aligned. Score:  97

Sequences (12:15) Aligned. Score:  79

Sequences (1:16) Aligned. Score:  91

Sequences (13:16) Aligned. Score:  97

Sequences (15:16) Aligned. Score:  77

Sequences (11:16) Aligned. Score:  99

Sequences (12:16) Aligned. Score:  97

Guide tree        file created:   [clustalw.dnd]

Start of Multiple Alignment

There are 15 groups

Aligning...

Group 1: Sequences:   2      Score:9617

Group 2: Sequences:   2      Score:10136

Group 3: Sequences:   4      Score:9510

Group 4: Sequences:   5      Score:9409

Group 5: Sequences:   2      Score:10165

Group 6: Sequences:   3      Score:10108

Group 7: Sequences:   4      Score:10019

Group 8: Sequences:   5      Score:10002

Group 9: Sequences:   6      Score:9976

Group 10: Sequences:  11      Score:9276

Group 11: Sequences:   2      Score:9918

Group 12: Sequences:   2      Score:9661

Group 13: Sequences:   3      Score:9571

Group 14: Sequences:   5      Score:9501

Group 15: Sequences:  16      Score:7677

Alignment Score 366884

CLUSTAL-Alignment file created  [clustalw.aln]

CLUSTAL W (1.81) multiple sequence alignment

bacillus-badius                     TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

bacillus-circulans                  TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

bacillus-pumilus                    TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

Unknown-Baci                        TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

bacillus-cereus                     TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-epidermidis          TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Unknown-Staph                       TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus_capitis_capi.tx      TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-aureus-aureu         TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-warneri              TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-haemolyticus         TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

pseudomonas-aeruginosa              TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

Unknown-Pseud                       TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-fluorescens             TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-putida                  TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-flavescens              TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

                                    ***********************   *************  ****** **

bacillus-badius                     ATGCAAGTCGAGCGGACTTGACGGAAGCTTGCTTCCGTTCAAGTTAGCGG

bacillus-circulans                  ATGCAAGTCGAGCGGACTTTA--AAAGCTTGCTT---TTAAAGTTAGCGG

bacillus-pumilus                    ATGCAAGTCGAGCGGACAGAA-GGGAGCTTGCTCC--CGGATGTTAGCGG

Unknown-Baci                        ATGCAAGTCGAGCGAACAGAA-GGGAGCTTGCTCC--CGGATGTTAGCGG

bacillus-cereus                     ATGCAAGTCGAGCGAATGGATTAAGAGCTTGCTCTT-ATGAAGTTAGCGG

Staphylococcus-epidermidis          ATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCT-CTGACGTTAGCGG

Unknown-Staph                       ATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCT-CTGACGTTAGCGG

Staphylococcus_capitis_capi.tx      ATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCT-CTGACGTTAGCGG

Staphylococcus-aureus-aureu         ATGCAAGTCGAGCGAACGGACGAGAAGCTTGCTTCT-CTGATGTTAGCGG

Staphylococcus-warneri              ATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCT-TTGACGTTAGCGG

Staphylococcus-haemolyticus         ATGCAAGTCGAGCGAACAGACAAGGAGCTTGCTCCT-TTGACGTTAGCGG

pseudomonas-aeruginosa              ATGCAAGTCGAGCGGATGAAG--GGAGCTTGCTCCT---GGATTCAGCGG

Unknown-Pseud                       ATGCAAGTCGAGCGGATGAAG--GGRGCTTGCTCCT---GGATTCAGCGG

pseudomonas-fluorescens             ATGCAAGTCGAGCGGTAGAGA--GAAGCTTGCTTCT---CTTGAGAGCGG

pseudomonas-putida                  ATGCAAGTCGAGCGGATGAGA--AGAGCTTGCTCTT---CGATTCAGCGG

pseudomonas-flavescens              ATGCAAGTCGAGCGGTTGAGG--GGAGCTTGCTCCC---TGATTCAGCGG

                                    **************            *******            *****

bacillus-badius                     CGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACT

bacillus-circulans                  CGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACT

bacillus-pumilus                    CGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACT

Unknown-Baci                        CGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACT

bacillus-cereus                     CGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACT

Staphylococcus-epidermidis          CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Unknown-Staph                       CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus_capitis_capi.tx      CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-aureus-aureu         CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-warneri              CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-haemolyticus         CGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACT

pseudomonas-aeruginosa              CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTGGTAGTGGGGGATAACG

Unknown-Pseud                       CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTGGTAGTGGGGGATAACG

pseudomonas-fluorescens             CGGACGGGTGAGTAAAGCCTAGG-AATCTGCCTGGTAGTGGGGGATAACG

pseudomonas-putida                  CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTGGTAGTGGGGGACAACG

pseudomonas-flavescens              CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTATTAGTGGGGGACAACG

                                    ***************  * * *  ** ** **    **   **** *** 

bacillus-badius                     CCGGGAAACCGGGGCTAATACCGGATATTCTTTTTCTTCGCATGAAGAAG

bacillus-circulans                  TCGGGAAACCGGAGCTAATACCGGATAATCCTTTTCCTCTCATGAGGAAA

bacillus-pumilus                    CCGGGAAACCGGAGCTAATACCGGATAGTTCCTTGAACCGCATGGTTCAA

Unknown-Baci                        CCGGGAAACCGGAGCTAATACCGGATAGTTCCTTGAACCGCATGGTTCAA

bacillus-cereus                     CCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTTCGA

Staphylococcus-epidermidis          TCGGGAAACCGGAGCTAATACCGGATAATATATTGAACCGCATGGTTCAA

Unknown-Staph                       TCGGGAAACCGGAGCTAATACCGGATAATATATTGAACCGCATGGTTCAA

Staphylococcus_capitis_capi.tx      TCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAA

Staphylococcus-aureus-aureu         TCGGGAAACCGGAGCTAATACCGGATAATATTTTGAACCGCATGGTTCAA

Staphylococcus-warneri              TCGGGAAACCGGAGCTAATACCGGATAACATATTGAACCGCATGGTTCAA

Staphylococcus-haemolyticus         TCGGGAAACCGGAGCTAATACCGGATAATATTTCGAACCGCATGGTTCGA

pseudomonas-aeruginosa              TCCGGAAACGGGCGCTAATACCGCATA--------CGTCCTGAGGGAGAA

Unknown-Pseud                       TCCGGAAACGGGCGCTAATACCGCATA--------CGTCCTGAGGGAGAA

pseudomonas-fluorescens             TTCGGAAACGGACGCTAATACCGCATA--------CGTCCTACGGGAGAA

pseudomonas-putida                  TTTCGAAAGGAACGCTAATACCGCATA--------CGTCCTACGGGAGAA

pseudomonas-flavescens              TTTCGAAAGGAACGCTAATACCGCATA--------CGTCCTACGGGAGAA

                                        ****     ********** ***           *    *      

bacillus-badius                     AATGGAAAGGCGGCTTTTAGCTGTCACTTACAGATGGACCCGCGGCGCAT

bacillus-circulans                  AGCTGAAAGACGGTTTAC-GCTGTCACTTACAGATGGGCCCGCGGCGCAT

bacillus-pumilus                    GGATGAAAGACGGTTT-CGGCTGTCACTTACAGATGGACCCGCGGCGCAT

Unknown-Baci                        GGATGAAAGACGGTTT-CGGCTGTCACTTACAGATGGACCCGCGGCGCAT

bacillus-cereus                     AATTGAAAGGCGGCTT-CGGCTGTCACTTATGGATGGACCCGCGTCGCAT

Staphylococcus-epidermidis          TAGTGAAAGACGGTTTT--GCTGTCACTTATAGATGGATCCGCGCCGCAT

Unknown-Staph                       TAGTGAAAGACGGTTTT--GCTGTCACTTATAGATGGATCCGCGCCGCAT

Staphylococcus_capitis_capi.tx      CAGTGAAAGACGGTCTT--GCTGTCACTTATAGATGGATCCGCGCCGCAT

Staphylococcus-aureus-aureu         AAGTGAAAGACGGTCTT--GCTGTCACTTATAGATGGATCCGCGCTGCAT

Staphylococcus-warneri              TAGTGAAAGGCGGCTTT--GCTGTCACTTATAGATGGATCCGCGCCGTAT

Staphylococcus-haemolyticus         TAGTGAAAGATGGTTTT--GCTATCACTTATAGATGGACCCGCGCCGTAT

pseudomonas-aeruginosa              AGTGGGGGATC--TTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGAT

Unknown-Pseud                       AGTGGGGGATC--TTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGAT

pseudomonas-fluorescens             AGCAGGGGACC--TTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGAT

pseudomonas-putida                  AGCAGGGGACC--TTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGAT

pseudomonas-flavescens              AGCAGGGGACC--TTCGGGCCTTGCGCTAATAGATGAGCCTAGGTCGGAT

                                        *               **  * **    ****   *   *  * **

bacillus-badius                     TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGAC

bacillus-circulans                  TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGAC

bacillus-pumilus                    TAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGAC

Unknown-Baci                        TAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGAC

bacillus-cereus                     TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGAC

Staphylococcus-epidermidis          TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGAC

Unknown-Staph                       TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGAC

Staphylococcus_capitis_capi.tx      TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGAC

Staphylococcus-aureus-aureu         TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCATAGCCGAC

Staphylococcus-warneri              TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGAC

Staphylococcus-haemolyticus         TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATACGTAGCCGAC

pseudomonas-aeruginosa              TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGT

Unknown-Pseud                       TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGT

pseudomonas-fluorescens             TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGT

pseudomonas-putida                  TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGT

pseudomonas-flavescens              TAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGT

                                    ************  ***** ***  ******** ***** * ** * *  

bacillus-badius                     CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

bacillus-circulans                  CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

bacillus-pumilus                    CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

Unknown-Baci                        CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

bacillus-cereus                     CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

Staphylococcus-epidermidis          CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Unknown-Staph                       CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus_capitis_capi.tx      CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-aureus-aureu         CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-warneri              CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-haemolyticus         CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-aeruginosa              CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

Unknown-Pseud                       CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-fluorescens             CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-putida                  CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-flavescens              CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

                                    ******** ***** * ******** ************ ***********

bacillus-badius                     CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

bacillus-circulans                  CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

bacillus-pumilus                    CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

Unknown-Baci                        CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

bacillus-cereus                     CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

Staphylococcus-epidermidis          CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Unknown-Staph                       CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus_capitis_capi.tx      CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-aureus-aureu         CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-warneri              CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-haemolyticus         CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

pseudomonas-aeruginosa              CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

Unknown-Pseud                       CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-fluorescens             CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-putida                  CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-flavescens              CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

                                    ************** ****** **   ****** ****** ****   **

bacillus-badius                     CAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTCA

bacillus-circulans                  CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTA

bacillus-pumilus                    CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTA

Unknown-Baci                        CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTA

bacillus-cereus                     CAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTA

Staphylococcus-epidermidis          CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Unknown-Staph                       CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus_capitis_capi.tx      CAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus-aureus-aureu         CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus-warneri              CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATCA

Staphylococcus-haemolyticus         CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

pseudomonas-aeruginosa              CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

Unknown-Pseud                       CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-fluorescens             CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-putida                  CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-flavescens              CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

                                    * * ******** **** *****  ***** * ***** * ** *     

bacillus-badius                     GGGAAGAACAAGTACGGAAGTAACT-GTCCGTACCTTGACGGTACCTGAC

bacillus-circulans                  GGGAAGAACAAGTACAAGAGTAACT-GCTTGTACCTTGACGGTACCTAAC

bacillus-pumilus                    GGGAAGAACAAGTGCGAGAGTAACT-GCTCGCACCTTGACGGTACCTAAC

Unknown-Baci                        GGGAAGAACAAGTGCGAGAGTAACT-GCTCGCACCTTGACGGTACCTAAC

bacillus-cereus                     GGGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAAC

Staphylococcus-epidermidis          GGGAAGAACAAATGTGTAAGTAACT-ATGCACGTCTTGACGGTACCTAAT

Unknown-Staph                       GGGAAGAACAAATGTGTAAGTAACT-ATGCACRTCTTGACGGTACCTAAT

Staphylococcus_capitis_capi.tx      GGGAAGAACAAATGTGTAAGTAACT-ATGCACGTCTTGACGGTACCTAAT

Staphylococcus-aureus-aureu         GGGAAGAACATATGTGTAAGTAACT-GTGCACATCTTGACGGTACCTAAT

Staphylococcus-warneri              GGGAAGAACAAATGTGTAAGTAACT-GTGCACATCTTGACGGTACCTGAT

Staphylococcus-haemolyticus         GGGAAGAACATACGTGTAAGTAACT-ATGCACGTCTTGACGGTACCTAAT

pseudomonas-aeruginosa              GGGAGGAA-GGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCAACA

Unknown-Pseud                       GGGAGGAA-GGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCAACA

pseudomonas-fluorescens             GGGAGGAA-GGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACA

pseudomonas-putida                  GGGAGGAA-GGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACA

pseudomonas-flavescens              GGGAGGAA-GGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACA

                                    **** ***             **            ****** ****    

bacillus-badius                     CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-circulans                  CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-pumilus                    CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Unknown-Baci                        CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-cereus                     CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-epidermidis          CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Unknown-Staph                       CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus_capitis_capi.tx      CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-aureus-aureu         CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-warneri              CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-haemolyticus         CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

pseudomonas-aeruginosa              GAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTA

Unknown-Pseud                       GAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTA

pseudomonas-fluorescens             GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA

pseudomonas-putida                  GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA

pseudomonas-flavescens              GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA
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