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 CLUSTAL W (1.81) Multiple Sequence Alignments

Sequence type explicitly set to Protein

Sequence format is Pearson

Sequence 1: bacillus-cereus                     537 aa

Sequence 2: bacillus-badius                     538 aa

Sequence 3: bacillus-circulans                  532 aa

Sequence 4: bacillus-pumilus                    534 aa

Sequence 5: pseudomonas-aeruginosa              522 aa

Sequence 6: pseudomonas-flavescens              522 aa

Sequence 7: pseudomonas-fluorescens             522 aa

Sequence 8: pseudomonas-putida                  522 aa

Sequence 9: Staphylococcus-aureus-aureu         535 aa

Sequence 10: Staphylococcus_capitis_capi.tx      535 aa

Sequence 11: Staphylococcus-epidermidis          535 aa

Sequence 12: Staphylococcus-haemolyticus         535 aa

Sequence 13: Staphylococcus-warneri              535 aa

Start of Pairwise alignments

Aligning...

Sequences (6:7) Aligned. Score:  94

Sequences (4:5) Aligned. Score:  76

Sequences (3:4) Aligned. Score:  93

Sequences (8:9) Aligned. Score:  72

Sequences (2:3) Aligned. Score:  94

Sequences (7:8) Aligned. Score:  96

Sequences (1:2) Aligned. Score:  89

Sequences (5:6) Aligned. Score:  94

Sequences (6:8) Aligned. Score:  96

Sequences (4:6) Aligned. Score:  75

Sequences (3:5) Aligned. Score:  74

Sequences (8:10) Aligned. Score:  74

Sequences (7:9) Aligned. Score:  74

Sequences (1:3) Aligned. Score:  91

Sequences (2:4) Aligned. Score:  92

Sequences (5:7) Aligned. Score:  93

Sequences (6:9) Aligned. Score:  73

Sequences (4:7) Aligned. Score:  75

Sequences (3:6) Aligned. Score:  73

Sequences (8:11) Aligned. Score:  72

Sequences (7:10) Aligned. Score:  74

Sequences (2:5) Aligned. Score:  75

Sequences (1:4) Aligned. Score:  92

Sequences (5:8) Aligned. Score:  93

Sequences (6:10) Aligned. Score:  75

Sequences (3:7) Aligned. Score:  75

Sequences (4:8) Aligned. Score:  74

Sequences (8:12) Aligned. Score:  73

Sequences (7:11) Aligned. Score:  73

Sequences (2:6) Aligned. Score:  74

Sequences (1:5) Aligned. Score:  75

Sequences (5:9) Aligned. Score:  74

Sequences (6:11) Aligned. Score:  73

Sequences (3:8) Aligned. Score:  74

Sequences (4:9) Aligned. Score:  91

Sequences (8:13) Aligned. Score:  72

Sequences (7:12) Aligned. Score:  74

Sequences (2:7) Aligned. Score:  75

Sequences (1:6) Aligned. Score:  74

Sequences (5:10) Aligned. Score:  75

Sequences (6:12) Aligned. Score:  74

Sequences (3:9) Aligned. Score:  89

Sequences (4:10) Aligned. Score:  91

Sequences (9:10) Aligned. Score:  97

Sequences (7:13) Aligned. Score:  72

Sequences (2:8) Aligned. Score:  74

Sequences (1:7) Aligned. Score:  74

Sequences (5:11) Aligned. Score:  73

Sequences (6:13) Aligned. Score:  72

Sequences (3:10) Aligned. Score:  88

Sequences (4:11) Aligned. Score:  91

Sequences (9:11) Aligned. Score:  97

Sequences (10:11) Aligned. Score:  99

Sequences (1:8) Aligned. Score:  74

Sequences (2:9) Aligned. Score:  88

Sequences (5:12) Aligned. Score:  75

Sequences (11:12) Aligned. Score:  97

Sequences (3:11) Aligned. Score:  88

Sequences (4:12) Aligned. Score:  90

Sequences (9:12) Aligned. Score:  95

Sequences (10:12) Aligned. Score:  96

Sequences (1:9) Aligned. Score:  90

Sequences (2:10) Aligned. Score:  88

Sequences (5:13) Aligned. Score:  73

Sequences (11:13) Aligned. Score:  97

Sequences (3:12) Aligned. Score:  88

Sequences (4:13) Aligned. Score:  90

Sequences (9:13) Aligned. Score:  96

Sequences (10:13) Aligned. Score:  97

Sequences (1:10) Aligned. Score:  91

Sequences (2:11) Aligned. Score:  88

Sequences (12:13) Aligned. Score:  96

Sequences (3:13) Aligned. Score:  88

Sequences (1:11) Aligned. Score:  91

Sequences (2:12) Aligned. Score:  87

Sequences (1:12) Aligned. Score:  90

Sequences (2:13) Aligned. Score:  89

Sequences (1:13) Aligned. Score:  90

Guide tree        file created:   [clustalw.dnd]

Start of Multiple Alignment

There are 12 groups

Aligning...

Group 1: Sequences:   2      Score:8639

Group 2: Sequences:   3      Score:8571

Group 3: Sequences:   2      Score:9126

Group 4: Sequences:   3      Score:9049

Group 5: Sequences:   4      Score:9005

Group 6: Sequences:   5      Score:8987

Group 7: Sequences:   6      Score:8534

Group 8: Sequences:   9      Score:8285

Group 9: Sequences:   2      Score:8763

Group 10: Sequences:   3      Score:8691

Group 11: Sequences:   4      Score:8586

Group 12: Sequences:  13      Score:8071

Alignment Score 235795

CLUSTAL-Alignment file created  [clustalw.aln]

CLUSTAL W (1.81) multiple sequence alignment

bacillus-badius                     TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

bacillus-circulans                  TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

bacillus-pumilus                    TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus_capitis_capi.tx      TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-epidermidis          TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-aureus-aureu         TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-warneri              TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

Staphylococcus-haemolyticus         TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

bacillus-cereus                     TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATAC

pseudomonas-fluorescens             TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-putida                  TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-flavescens              TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

pseudomonas-aeruginosa              TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACAC

                                    ***********************.: *************. ****** **

bacillus-badius                     ATGCAAGTCGAGCGGACTTGACGGAAGCTTGCTTCCGTTCAAGTTAGCGG

bacillus-circulans                  ATGCAAGTCGAGCGGACTT-----TAAAAGCTTGCTTTTAAAGTTAGCGG

bacillus-pumilus                    ATGCAAGTCGAGCGGACAGAAGGGAGCTTGCTCCCG---GATGTTAGCGG

Staphylococcus_capitis_capi.tx      ATGCAAGTCGAGCGAACAGACGAGGAGCTTG-CTCCTCTGACGTTAGCGG

Staphylococcus-epidermidis          ATGCAAGTCGAGCGAACAGACGAGGAGCTTG-CTCCTCTGACGTTAGCGG

Staphylococcus-aureus-aureu         ATGCAAGTCGAGCGAACGGACGAGAAGCTTG-CTTCTCTGATGTTAGCGG

Staphylococcus-warneri              ATGCAAGTCGAGCGAACAGATAAGGAGCTTG-CTCCTTTGACGTTAGCGG

Staphylococcus-haemolyticus         ATGCAAGTCGAGCGAACAGACAAGGAGCTTG-CTCCTTTGACGTTAGCGG

bacillus-cereus                     ATGCAAGTCGAGCGAATGGATTAAGAGCTTG-CTCTTATGAAGTTAGCGG

pseudomonas-fluorescens             ATGCAAGTCGAGCGGTAGAGAGAAGCTTG-----CTTCTCTTGAGAGCGG

pseudomonas-putida                  ATGCAAGTCGAGCGGATGAGAAGAGCTTG-----CTCTTCGATTCAGCGG

pseudomonas-flavescens              ATGCAAGTCGAGCGGTTGAGGGGAGCTTG-----CTCCCTGATTCAGCGG

pseudomonas-aeruginosa              ATGCAAGTCGAGCGGATGAAGGGAGCTTG-----CTCCTGGATTCAGCGG

                                    **************.:                           : *****

bacillus-badius                     CGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACT

bacillus-circulans                  CGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACT

bacillus-pumilus                    CGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACT

Staphylococcus_capitis_capi.tx      CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-epidermidis          CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-aureus-aureu         CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-warneri              CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACT

Staphylococcus-haemolyticus         CGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACT

bacillus-cereus                     CGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACT

pseudomonas-fluorescens             CGGACGGGTGAGTAAAGCCTAGG-AATCTGCCTGGTAGTGGGGGATAACG

pseudomonas-putida                  CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTGGTAGTGGGGGACAACG

pseudomonas-flavescens              CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTATTAGTGGGGGACAACG

pseudomonas-aeruginosa              CGGACGGGTGAGTAATGCCTAGG-AATCTGCCTGGTAGTGGGGGATAACG

                                    *************** .* *.*. ** **.** . :**:  **** *** 

bacillus-badius                     CCGGGAAACCGGGGCTAATACCGGATATTCTTTTTCTTCGCATGAAGAAG

bacillus-circulans                  TCGGGAAACCGGAGCTAATACCGGATAATCCTTTTCCTCTCATGAGGAAA

bacillus-pumilus                    CCGGGAAACCGGAGCTAATACCGGATAGTTCCTTGAACCGCATGGTTCAA

Staphylococcus_capitis_capi.tx      TCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAA

Staphylococcus-epidermidis          TCGGGAAACCGGAGCTAATACCGGATAATATATTGAACCGCATGGTTCAA

Staphylococcus-aureus-aureu         TCGGGAAACCGGAGCTAATACCGGATAATATTTTGAACCGCATGGTTCAA

Staphylococcus-warneri              TCGGGAAACCGGAGCTAATACCGGATAACATATTGAACCGCATGGTTCAA

Staphylococcus-haemolyticus         TCGGGAAACCGGAGCTAATACCGGATAATATTTCGAACCGCATGGTTCGA

bacillus-cereus                     CCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTTCGA

pseudomonas-fluorescens             TTCGGAAACGGACGCTAATACCG----------CATACGTCCTACGGGAG

pseudomonas-putida                  TTTCGAAAGGAACGCTAATACCG----------CATACGTCCTACGGGAG

pseudomonas-flavescens              TTTCGAAAGGAACGCTAATACCG----------CATACGTCCTACGGGAG

pseudomonas-aeruginosa              TCCGGAAACGGGCGCTAATACCG----------CATACGTCCTGAGGGAG

                                        ****  .. **********                 *.*.    ..

bacillus-badius                     AATGGAAAGGCGGCTTTTAGCTGTCACTTACAGATGGACCCGCGGCGCAT

bacillus-circulans                  AGCTGAAAGACG-GTTTACGCTGTCACTTACAGATGGGCCCGCGGCGCAT

bacillus-pumilus                    GGATGAAAGACG-GTTTCGGCTGTCACTTACAGATGGACCCGCGGCGCAT

Staphylococcus_capitis_capi.tx      CAGTGAAAGACGGTCTTG--CTGTCACTTATAGATGGATCCGCGCCGCAT

Staphylococcus-epidermidis          TAGTGAAAGACGGTTTTG--CTGTCACTTATAGATGGATCCGCGCCGCAT

Staphylococcus-aureus-aureu         AAGTGAAAGACGGTCTTG--CTGTCACTTATAGATGGATCCGCGCTGCAT

Staphylococcus-warneri              TAGTGAAAGGCGGCTTTG--CTGTCACTTATAGATGGATCCGCGCCGTAT

Staphylococcus-haemolyticus         TAGTGAAAGATGGTTTTG--CTATCACTTATAGATGGACCCGCGCCGTAT

bacillus-cereus                     AATTGAAAGGCGGCTTCGG-CTGTCACTTATGGATGGACCCGCGTCGCAT

pseudomonas-fluorescens             AAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGAT

pseudomonas-putida                  AAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGAT

pseudomonas-flavescens              AAAGCAGGGGACCTTCGGGCCTTGCGCTAATAGATGAGCCTAGGTCGGAT

pseudomonas-aeruginosa              AAAGTGGGGGATCTTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGAT

                                     .   ...*.          **  *.**:: .****.. * . *  * **

bacillus-badius                     TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGAC

bacillus-circulans                  TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGAC

bacillus-pumilus                    TAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGAC

Staphylococcus_capitis_capi.tx      TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGAC

Staphylococcus-epidermidis          TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGAC

Staphylococcus-aureus-aureu         TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCATAGCCGAC

Staphylococcus-warneri              TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGAC

Staphylococcus-haemolyticus         TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATACGTAGCCGAC

bacillus-cereus                     TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGAC

pseudomonas-fluorescens             TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGT

pseudomonas-putida                  TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGT

pseudomonas-flavescens              TAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGT

pseudomonas-aeruginosa              TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGT

                                    ************..***** ***  ********.***** *.**.* *. 

bacillus-badius                     CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

bacillus-circulans                  CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

bacillus-pumilus                    CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

Staphylococcus_capitis_capi.tx      CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-epidermidis          CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-aureus-aureu         CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-warneri              CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

Staphylococcus-haemolyticus         CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA

bacillus-cereus                     CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA

pseudomonas-fluorescens             CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-putida                  CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-flavescens              CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

pseudomonas-aeruginosa              CTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA

                                    ********.*****.* ********.************ ***********

bacillus-badius                     CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

bacillus-circulans                  CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

bacillus-pumilus                    CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

Staphylococcus_capitis_capi.tx      CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-epidermidis          CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-aureus-aureu         CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-warneri              CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

Staphylococcus-haemolyticus         CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG

bacillus-cereus                     CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG

pseudomonas-fluorescens             CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-putida                  CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-flavescens              CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

pseudomonas-aeruginosa              CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG

                                    **************.******.**  .******.****** ****   **

bacillus-badius                     CAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTCA

bacillus-circulans                  CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTA

bacillus-pumilus                    CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTA

Staphylococcus_capitis_capi.tx      CAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus-epidermidis          CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus-aureus-aureu         CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

Staphylococcus-warneri              CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATCA

Staphylococcus-haemolyticus         CAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTA

bacillus-cereus                     CAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTA

pseudomonas-fluorescens             CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-putida                  CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-flavescens              CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

pseudomonas-aeruginosa              CCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTT

                                    *.* ********:****:*****  *****.* *****.*:** *:.  :

bacillus-badius                     GGGAAGAACAAGTACGGAAG-TAACTGTCCGTACCTTGACGGTACCTGAC

bacillus-circulans                  GGGAAGAACAAGTACAAGAG-TAACTGCTTGTACCTTGACGGTACCTAAC

bacillus-pumilus                    GGGAAGAACAAGTGCGAGAG-TAACTGCTCGCACCTTGACGGTACCTAAC

Staphylococcus_capitis_capi.tx      GGGAAGAACAAATGTGTAAG-TAACTATGCACGTCTTGACGGTACCTAAT

Staphylococcus-epidermidis          GGGAAGAACAAATGTGTAAG-TAACTATGCACGTCTTGACGGTACCTAAT

Staphylococcus-aureus-aureu         GGGAAGAACATATGTGTAAG-TAACTGTGCACATCTTGACGGTACCTAAT

Staphylococcus-warneri              GGGAAGAACAAATGTGTAAG-TAACTGTGCACATCTTGACGGTACCTGAT

Staphylococcus-haemolyticus         GGGAAGAACATACGTGTAAG-TAACTATGCACGTCTTGACGGTACCTAAT

bacillus-cereus                     GGGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAAC

pseudomonas-fluorescens             GGGAGGAAGGGCATTAACCT-AATACGTTAGTGTTTTGACGTTACCGACA

pseudomonas-putida                  GGGAGGAAGGGCATTAACCT-AATACGTTAGTGTTTTGACGTTACCGACA

pseudomonas-flavescens              GGGAGGAAGGGCAGTAAGCG-AATACCTTGCTGTTTTGACGTTACCGACA

pseudomonas-aeruginosa              GGGAGGAAGGGCAGTAAGTT-AATACCTTGCTGTTTTGACGTTACCAACA

                                    ****.*** .           :*:.       .  ****** **** .. 

bacillus-badius                     CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-circulans                  CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-pumilus                    CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus_capitis_capi.tx      CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-epidermidis          CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-aureus-aureu         CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-warneri              CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

Staphylococcus-haemolyticus         CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

bacillus-cereus                     CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA

pseudomonas-fluorescens             GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA

pseudomonas-putida                  GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA

pseudomonas-flavescens              GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA

pseudomonas-aeruginosa              GAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTA

                                     *.:****..*********  ******************

(

(

(

(

(

bacillus-cereus:0.04004,
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Staphylococcus-haemolyticus:0.01743)
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Staphylococcus-warneri:0.01574)
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Staphylococcus-aureus-aureu:0.01689)

:0.00180,

Staphylococcus_capitis_capi.tx:0.00620,

Staphylococcus-epidermidis:0.00315);



[N-J Tree] [Unrooted N-J Tree] [Dendrogram] [Unrooted dendrogram]
[PostScript file] 
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[PostScript file] 
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